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I Recent Progress in the Development of FMODB: A
Database of QM-based Interaction Data of
Biomolecules for Drug Discovery and Protein
Functional Analysis
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I Target Proteins and Mode of Actions of Bioactive
Marine Natural Products
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I Structure Analysis of RNA Viruses by Computational
Science
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1 Enhanced Sampling for Antibody Affinity Maturation
Viva Biotech (Shanghai) Ltd. Yue Qian 54
A2 ATOHTEDFRMERAD % & BRI
DWCTHEBEWEIEE Lz, MEOBRMERAD A ZE
TlE FIDICTABEI D SR BEE TV EnE
Lfce BT U U Tl MOE® IgFold mE T £ &7
ETFTUIVT b7 ERRENE Lz, Richks
MED Ry F > 7 TlE BRERECEERZRZDIC
HadDock. @#E&REDE G %Z 1§ 2 DI SnugDock &
MDMERENE LT, REICCORDEERFKET U Y
7 MO EHEIC I Rosseta, MMGBSA. PSSM HMEA
INE LIz, Z0%. k& UV F— LOBEEHENDE
BHICOWVWTHENETNZE L f IgFold I&. &3ED
AlphaFold & BIEDEE CRRICET ) Y/ TE BEA
BIOITURTE 7 FRETHER I NS H3 ZibaaiEE s iR
LTRMSD A 065 A DEETET Y I TEE LTz
|, HadDock A LIk & U VF— LD Ky F >
T TlE #EGRIEE & B LT RMSD A2 4.6 A DI &1
BEHNESNE LIz, D%, SnugDock & Amber (C K%
MD % SREEE M. iE@&HEE S LB L T RMSD A 2.1 A
BEEBENEONT LTz, &EHIC. ERMEE 90% T
FOMOEWEEFREFAINE LT,

I Computational Profiling of Pharmacokinetics for
Multi-specific Antibodies
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I Post-antibody Drugs: Generation of a Novel Class of
Drug Modalities Based on Molecular-Targeting Helix-
Loop-Helix (HLH) Peptides
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