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Insertion element: C ==

E1. Empty Space FinderciFEz&U7=fcc NidDZefg,
H: NIEF & N\EATI~ & mEETs,

BJ1(Cfcc NiOBABRFADEmMpty Space
Finder D ERB#ERZEZTRULE T FREHRDIKH
Empty Space FinderlZ&WUBSN=ZRALEC
IRV FY FROERIENEER T A NI FROBRIEE@E K
HAMIMELE T RFHRAY IR RIETRHEIC
TAFET . HEAFETANMICRFEFEALLZETIVE
BEM2ISRUET . M2 Tl B FORFIE %
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Substitutional Searchl&. ERAIENEED
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4+ MedeA : Substitutional Search : Ag_242x2 - o x

by o
Note: depending on the number of atoms and symmetry of the structure, the combinatorial aspects of the
search can require a large amount of computation time and memory. If MedeA memory reaches this limit,
it will stop the efore all requested substitutions can be achieved

On Windows tt not exceed 1800 MB.

Maximum number of substitutions :| 3 Memory limit (MB):| 1500

Minimum distance between 2 substitutiens Maximum distance between 2 substitutions

Run|  Reset| | Symmefries | Helpon Search

Display results with only .| substitutions

[ 1d weight | #Asymmetric stons |  symmetry | Closest substitutions (ang) | # Closest pistances |
|10 1.00000 6 Pm-3m - -
20 003226 3 Im-3m 7.05118 2
21 009677 6 P4/mmm 4071 2
22 009677 7 P4fmmm 575726 2
23 038710 9 cmmm 498504 2
24 038710 9 emem 287863 2
30 000645 5 Pm-3m 575726 6
31 001935 10 P4fmmm 407 2
32 001935 10 P4/mmm 407 4
33 005161 10 R32 498594 6
34 005161 10 Ram 287863 6
35 007742 16 Amm2 287863 2
36 003871 12 cmmm 498594 4
37 003871 12 cmmm 287863 4
38 007742 16 Amm2 287863 2
39 007742 18 Pmm2 287863 4
310 007742 18 Pmm2 40m 2
3m 015484 2 cm 287863 2
312 015484 2 c2 287863 4
313 015484 2 Pm 287863 2
Close
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5. B FEHARADILRICE DX —/\—tILDE
2451, (a) Supercell BuilderTOEFARINIVEETEE
DEFRENRIV (b) (a)DEREZR\\=fcc AgDRA—/\—
b,

F7zSupercell BuilderTlE. #&FRIMLD
B THUWVBEDR FHZEE I 2 & A6EE
TI . AEEER VD& T HIZIESNARDE
AEFHNOEATOBRFETIVEREIT DL
MTEXTHO6TIEO/NIVNEEFILZERFIC,
THRIEROEEZERUE T,

Simple | Automatic | Custom
New Lattice Vectors

a2z 0 0
b |1 2 0
c|o 0 1

| Rotate to standard orientation

~ Create new system
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(b)
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