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0 Processes and Workflows for SAR Analysis.
Chemical Computing Group Inc.
Jameed Hussain
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0 Application of Hiickel Theory Descriptors to QSPR models.

Chemical Computing Group Inc.

Matthias Keil
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0 Large Scale Antibody Modeling using MOE on the Cloud.
Chemical Computing Group Inc.
Matthias Keil
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1) Keedy, D. A. et al. Proteins: Struc Func. Bioinf. 20009,
77(Suppl 9), 29-49.

2) http://chemcomp.com/UGM-2015-North_America-
Presentations.htm
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