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Focus area Organisms | #studies* | #samples*
Cardiovascular System HS 3 148
Developmental and Regenerative Systems | HS 3 145
Digestive and Endocrine Systems HS 24 2461
Immune System HS 43 3283
Nervous System HS 14 1681
Oncology HS MM 28 1807
 Pharmacology and Toxicology HS MM RN 3 25
Reproductive and Renal Systems HS 9 552
Respiratory System HS 20 2503
Various Systems HS 7 5§52
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